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4 <110> APPLICANT: Geesaman, Bard J. 

5 Brass, Laura 

7 <120> TITLE OF INVENTION: SIRT1 AND GENETIC DISORDERS 
10 <130> FILE REFERENCE: 13407-039US1 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/562,389 
C--> 12 <141> CURRENT FILING DATE: 2005-12-27 

12 <150> PRIOR APPLICATION NUMBER : PCT/US2004/021189 

13 <151> PRIOR FILING DATE: 2004-07-01 

15 <150> PRIOR APPLICATION NUMBER: US 60/484,327 

16 <151> PRIOR FILING DATE: 2003-07-02 
18 <160> NUMBER OF SEQ ID NOS : 3 

20 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 4107 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Homo Sapiens 

27 <220> FEATURE: 

28 <221> NAME/KEY: CDS 

29 <222> LOCATION: (54 ) . . . (22 97 ) 

31 <400> SEQUENCE: 1 

32 gtcgagcggg agcagaggag gcgagggagg agggccagag aggcagttgg aag atg f 

33 Met 

34 1 

36 gcg gac gag gcg gcc etc gec ctt cag ccc ggc ggc tec ccc teg gcg 1C 

37 Ala Asp Glu Ala Ala Leu Ala Leu Gin Pro Gly Gly Ser Pro Ser Ala 

38 5 io " ' is 

40 gcg ggg gcc gac agg gag gcc gcg teg tec ccc gcc ggg gag ccg etc IE 

41 Ala Gly Ala Asp Arg Glu Ala Ala Ser Ser Pro Ala Gly Glu Pro Leu 

42 20 25 30 

44 cgc aag agg ccg egg aga gat ggt ccc ggc etc gag egg age ccg ggc 2 0 

45 Arg Lys Arg Pro Arg Arg Asp Gly Pro Gly Leu Glu Arg Ser Pro Gly 

46 35 40 45 

48 gag ccc ggt ggg gcg gcc cca gag cgt gag gtg ccg gcg gcg gcc agg 24 

49 Glu Pro Gly Gly Ala Ala Pro Glu Arg Glu Val Pro Ala Ala Ala Arq 

50 50 55 ~ 60 65 

52 ggc tgc ccg ggt gcg gcg gcg gcg gcg ctg tgg egg gag gcg gag gca 2 9 

53 Gly Cys Pro Gly Ala Ala Ala Ala Ala Leu Trp Arg Glu Ala Glu Ala 

54 70 75 80 

56 gag gcg gcg gcg gca ggc ggg gag caa gag gcc cag gcg act gcg gcg 34 

57 Glu Ala Ala Ala Ala Gly Gly Glu Gin Glu Ala Gin Ala Thr Ala Ala 

58 85 90 95 

60 get ggg gaa gga gac aat ggg ccg ggc ctg cag ggc cca tct egg gag 39 

61 Ala Gly Glu Gly Asp Asn Gly Pro Gly Leu Gin Gly Pro Ser Arg Glu 
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222 740 745 

224 aggaattgtt ccaccagcat taggaacttt agcatgtcaa aatgaatgtt tacttgtgaa 2377 

225 ctcgatagag caaggaaacc agaaaggtgt aatatttata ggttggtaaa atagattgtt 2437 

226 tttcatggat aatttttaac ttcattattt ctgtacttgt acaaactcaa cactaacttt 2497 

227 ttttttttta aaaaaaaaaa ggtactaagt atcttcaatc agctgttggt caagactaac 2557 

228 tttcttttaa aggttcattt gtatgataaa ttcatatgtg tatatataat tttttttgtt 2617 

229 ttgtctagtg agtttcaaca tttttaaagt tttcaaaaag ecateggaat gttaaattaa 2677 

230 tgtaaaggga cagctaatct agaccaaaga atggtatttt cacttttctt tgtaacattg 2737 

231 aatggtttga agtactcaaa atctgttacg ctaaactttt gattctttaa cacaattatt 2797 

232 tttaaacact ggcattttcc aaaactgtgg cagctaactt tttaaaatct caaatgacat 2857 

233 gcagtgtgag tagaaggaag tcaacaatat gtggggagag cactcggttg tctttacttt 2917 

234 taaaagtaat acttggtgct aagaatttca ggattattgt atttaegtte aaatgaagat 2977 

235 ggcttttgta cttcctgtgg acatgtagta atgtctatat tggctcataa aactaacctg 3037 

236 aaaaacaaat aaatgctttg gaaatgtttc agttgcttta gaaacattag tgcctgcctg 3097 

237 gatcccctta gttttgaaat atttgecatt gttgtttaaa tacctatcac tgtggtagag 3157 

238 ettgeattga tcttttccac aagtattaaa ctgccaaaat gtgaatatgc aaagecttte 3217 

239 tgaatctata ataatggtac ttctactggg gagagtgtaa tattttggac tgctgttttc 3277 

240 cattaatgag gagagcaaca ggcccctgat tatacagttc caaagtaata agatgttaat 3337 

241 tgtaattcag ccagaaagta catgtctccc attgggagga tttggtgtta aataccaaac 3397 

242 tgctagccct agtattatgg agatgaacat gatgatgtaa cttgtaatag cagaatagtt 3457 

243 aatgaatgaa actagttctt ataatttatc tttatttaaa agettagect gecttaaaac 3517 

244 tagagatcaa ctttctcagc tgeaaaaget tctagtcttt caagaagttc atactttatg 3577 

245 aaattgeaca gtaagcattt atttttcaga ccatttttga acatcactcc taaattaata 3637 

246 aagtattcct ctgttgcttt agtatttatt acaataaaaa gggtttgaaa tatagctgtt 3697 

247 etttatgeat aaaacaccca gctaggacca ttactgccag agaaaaaaat cgtattgaat 3757 

248 ggccatttcc ctacttataa gatgtctcaa tctgaattta tttggctaca ctaaagaatg 3817 

249 cagtatattt agttttccat ttgcatgatg tttgtgtgct atagatgata ttttaaattg 3877 
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<212> TYPE: 


PRT 
























258 


<212 


t> ORGANISM: 


Homo Sapiens 


















260 


<400> SEQUENCE: 


2 






















261 


Met 


Ala 


Asp 


Glu 


Ala Ala 


Leu 


Ala 


Leu Gin 


Pro 


Gly 


Gly 


Ser 


Pro 


Ser 




262 


1 








5 






10 










15 






263 


Ala 


Ala 


Gly 


Ala 


Asp Arg 


Glu 


Ala 


Ala Ser 


Ser 


Pro 


Ala 


Gly 


Glu 


Pro 




264 








20 








25 








30 








265 


Leu 


Arg 


Lys 


Arg 


Pro Arg 


Arg 


Asp 


Gly Pro 


Gly 


Leu 


Glu 


Arg 


Ser 


Pro 




266 






35 








40 








45 










267 


Gly 


Glu 


Pro 


Gly 


Gly Ala 


Ala 


Pro 


Glu Arg 


Glu 


Val 


Pro 


Ala 


Ala 


Ala 




268 




50 








55 








60 












269 


Arg 


Gly 


Cys 


Pro 


Gly Ala 


Ala 


Ala 


Ala Ala 


Leu 


Trp 


Arg 


Glu 


Ala 


Glu 




270 


65 








70 








75 










80 




271 


Ala 


Glu 


Ala 


Ala 


Ala Ala 


Gly 


Gly 


Glu Gin 


Glu 


Ala 


Gin 


Ala 


Thr 


Ala 




2~f2 










85 






90 










95 






273 


Ala 


Ala 


Gly 


Glu 


Gly Asp 


Asn 


Gly 


Pro Gly 


Leu 


Gin 


Gly 


Pro 


Ser 


Arg 




274 








100 








105 








110 








275 


Glu 


Pro 


Pro 


Leu 


Ala Asp 


Asn 


Leu 


Tyr Asp 


Glu 


Asp 


Asp 


Asp 


Asp 


Glu 




276 






115 








120 








125 










277 


Gly 


Glu 


Glu 


Glu 


Glu Glu 


Ala 


Ala 


Ala Ala 


Ala 


He 


Gly 


Tyr 


Arg 


Asp 




278 




130 








135 








140 












279 


Asn 


Leu 


Leu 


Phe 


Gly Asp 


Glu 


He 


He Thr 


Asn 


Gly 


Phe 


His 


Ser 


Cys 




280 


145 








150 








155 










160 




281 


Glu 


Ser 


Asp 


Glu 


Glu Asp 


Arg 


Ala 


Ser His 


Ala 


Ser 


Ser 


Ser 


Asp 


Trp 




282 










165 






170 










175 






283 


Thr 


Pro 


Arg 


Pro 


Arg He 


Gly 


Pro 


Tyr Thr 


Phe 


Val 


Gin 


Gin 


His 


Leu 




284 








180 








185 
















285 


Met 


He 


Gly 


Thr 


Asp Pro 


Arg 


Thr 


He Leu 


Lys 


Asp 


Leu 


Leu 




Glu 




286 






195 








200 








205 












Thr 


He 


Pro 


Pro 


Pro Glu 


Leu 


Asp 


Asp Met 


Thr 


Leu 


Trp 


Gin 


He 


Val 




288 




210 








215 








220 












289 


He 


Asn 


He 


Leu 


Ser Glu 


Pro 


Pro 


Lys Arg 


Lys 


Lys 


Arg 


Lys 


Asp 


He 




290 


225 








230 








235 










240 




291 


Asn 


Thr 


He 


Glu 


Asp Ala 


Val 


Lys 


Leu Leu 


Gin 


Glu 


Cys 


Lys 


Lys 


He 




292 










245 






250 










255 






293 


He 


Val 


Leu 


Thr 


Gly Ala 


Gly 


Val 


Ser Val 


Ser 


Cys 


Gly 


He 


Pro 


Asp 




294 








260 








265 








270 








295 


Phe 


Arg 


Ser 


Arg 


Asp Gly 


He 


Tyr 


Ala Arg 


Leu 


Ala 


Val 


Asp 


Phe 


Pro 




296 






275 








280 








285 










297 


Asp 


Leu 


Pro 


Asp 


Pro Gin 


Ala 


Met 


Phe Asp 


He 


Glu 


Tyr 


Phe 


Arg 


Lys 




298 




290 








295 








300 












299 


Asp 


Pro 


Arg 


Pro 


Phe Phe 


Lys 


Phe 


Ala Lys 


Glu 


He 


Tyr 


Pro 


Gly 


Gin 




300 


305 








310 








315 










320 
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